In the title solvate, C 29 H 21 ClN 2 O 2 ÁC 3 H 6 O, a prop-2-en-1-one bridge links two quinolinyl residues; the latter are almost perpendicular [dihedral angle = 78.27 (6) ]. The dihedral angle between the quinonyl ring system and its pendant phenyl group is 59.78 (8) . A small twist in the bridging prop-2-en-1-one group is noted [O C-C C torsion angle = À10. 6 (3) ]. In the crystal, a three-dimensional architecture arises as a result of C-HÁ Á ÁO and -stacking [centroidcentroid distances = 3.5504 (12)-3.6623 (12) Å ]. Table 1 Hydrogen-bond geometry (Å , ). 
Related literature
D-HÁ Á ÁA D -H HÁ Á ÁA D Á Á ÁA D -HÁ Á ÁA C26-H26Á Á ÁO2 i 0.
Experimental
A mixture of 3-acetyl-2-methyl-4-phenylquinoline (260 mg, 0.001 M) and 2,6-dichloroquinoline-3-carbaldehyde (230 mg, 0.001 M) in methanol (20 ml) containing potassium hydroxide (0.2 g) was stirred at room temperature for 12 h. The reaction mixture was then neutralized with dilute acetic acid and the resultant solid was filtered, dried and purified by column chromatography using ethyl acetate -hexane (3:1) mixture to afford compound. Re-crystallization was by slow evaporation of an acetone solution of (I), which yielded blocks in 62% yield; M.pt: 366-368 K.
Refinement
Carbon-bound H-atoms were placed in calculated positions [C-H = 0.95-0.98 Å, U iso (H) = 1.2-1.5U eq (C)] and were included in the refinement in the riding model approximation. The maximum and minimum residual electron density peaks of 1.47 and 0.46 e Å -3 , respectively, were located 0.85 Å and 0.68 Å from the O2 and Cl1 atoms, respectively. Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) .
Computing details

Figure 1
The molecular structure of (I) showing the atom-labelling scheme and displacement ellipsoids at the 50% probability level. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å
